in this supplemental material lists all these proteins. Based on the regression analysis we find ∆H(373.5) = (4.0N + 88) kJ/mol, ∆S(385) = (13.39N + 226) J/K-mol and ∆C p = 0.051N + 0.14 kJ/K-mol. Table 2 : Fitted Parameters from Proteome Analysis: ∆H † , Γ, and T Opt are activation barrier, essential proteins, and optimum growth temperature, respectively, calculated from fitting equation 11 (in the manuscript) to experimental data. L is average length of all the proteins found within a given proteome.
